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Bicluster algorithm on discrete time-series gene expression data

XU Tao, SHANG Xue-qun, YANG Mi-jing, WANG Miao
(School of Computer Science & Technology, Northwestern Polytechnical University, Xi’an 710129, China)

Abstract: At present,the bicluster algorithms applied to the gene expression data were mostly based on real data. Therefore ,they
were susceptible to noise interference ,and these algorithms rarely considered the time sequence between samples. This paper pro-
posed an efficient time-continuous bicluster algorithm DTCB to mine the maximal time-continuous biclusters from the discrete
time-series gene expression data. It used a new discretization method on gene expression data and defined three co-expression re-
lations between genes in the discrete dataset. DTCB adopted several pruning and output techniques to improve the efficiency. It
could produce maximal co-expression biclusters without candidate maintenance. The experimental results show that DTCB has ef-

ficient performance and better robusiness. Simultaneously,the results can be of more statistical and biological significance.
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