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Advances in algorithms for modular and motif identification of

transcriptional regulatory networks research
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Abstract: Passing transcriptional regulatory network as a whole of genetic information transmit is important for researchers to
understand the gene expression. Identifying modules and motifs of them is a significant mean of analysis of topology and organi-
zation of network, and is one of the most important procedure to research the principle of transcription and the process of devel-
opmental and evolvement of organisms. This paper described the advantages and disadvantages of three algorithms for network
modules identification in recent years by analysing and comparing. Then it introduced an algorithm that widely used for motif i-
dentification. Based on these problems, it presented some future research trends.
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